Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.040; wR factor = 0.088; data-to-parameter ratio = 48.9.
In the title molecular salt, C 7 H 16 N + ÁCl À , the piperidinium ring adopts a chair conformation. In the crystal, the two components are connected by N-HÁ Á ÁCl and C-HÁ Á ÁCl hydrogen bonds, forming a supramolecular double-chain structure along the c axis.
Related literature
For biological applications of piperidine, see: Waelbroeck et al. (1992) ; El Hadri et al. (1995) . For puckering parameters, see: Cremer & Pople (1975) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). receptor subtype in striatum (Waelbroeck et al., 1992) . NMDA receptor antagonist properties of piperidine-2-carboxylic acid derivatives have also been reported (El Hadri et al., 1995) . Herein, we have present the crystal structure of the title compound (I).
The asymmetric unit of (I), (Fig. 1 ), consists of a 2-ethylpiperidinium cation and a chloride anion. The piperidine (N1/ C1-C5) ring adopts a chair conformation with puckering parameters Q = 0.5708 (9) Å, θ = 180.00 (9)° and φ = 282 (7)° (Cremer & Pople, 1975) . In the crystal structure (Fig. 2) , the cations and anions are connected by intermolecular N1-H1NA···Cl1, N1-H2NA···Cl1 and C1-H1A···Cl1 hydrogen bonds (Table 1) , forming one-dimensional supramolecular chains along the c-axis.
In a round bottom flask, 25ml of tetrahydronfuran (THF) was mixed with 2-ethylpiperidine (0.01 mol, 0.8 g) with stirring.
Drops of benzylchloride (0.01 mol, 1.0 g) dissolved in THF was then added. The reaction mixture was refluxed for 30 min.
The precipitate formed was washed with THF. The precipitate was then dissolved in methanol at room temperature. After few days, colourless needle-shaped crystals were formed by slow evaporation.
Refinement
Atoms H1N1 and H2N1 were located from a difference Fourier maps and refined freely [N-H = 0.886 (13)-0.896 (14) Å]. The remaining H atoms were positioned geometrically (C-H = 0.98-1.00 Å) and were refined using a riding model, with U iso (H) = 1.2 or 1.5 U eq (C). A rotating group model was applied to the methyl groups. Figures   Fig. 1 . The asymmetric unit of the title compound, showing 50% probability displacement ellipsoids. An intermolecular N-H···Cl hydrogen bond is shown by a dashed line. 
2-Ethylpiperidinium chloride
Crystal data Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ( F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

